Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.005 Å; R factor = 0.069; wR factor = 0.279; data-to-parameter ratio = 15.1.
In the title compound, C 24 H 22 N 2 O 6 S, a pyrimidine ring substituted with 4-hydroxy-3-methoxyphenyl is fused with a thiazole ring. The 4-hydroxy-3-methoxyphenyl group is positioned axially to the pyrimidine ring, making a dihedral angle 85.36 (7) . The pyrimidine ring adopts a twist boat conformation. In the crystal, O-HÁ Á ÁN interactions result in a chain running along the b axis. The carbonyl O atom bonded to the thiazole ring is involved in two C-HÁ Á ÁO hydrogenbond interactions forming centrosymmetric dimers; the tenand six-membered rings resulting from these interactions have R 2 2 (10) and R 1 2 (6) motifs, respectively.
Related literature
For pharmacological properties of pyrimidine derivatives, see: Alam et al. (2010) . For related structures, see: Jotani et al. (2010) . For graph-set motifs, see: Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x; y À 1; z; (ii) Àx; Ày; Àz þ 1; (iii) Àx; Ày; Àz; (iv) Àx þ 1; Ày; Àz þ 1.
Data collection: SMART (Bruker, 1998); cell refinement: SAINTPlus (Bruker, 1998); data reduction: SAINT-Plus; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) and CAMERON (Watkin et al., 1996) ; software used to prepare material for publication: WinGX (Farrugia, 1999).
The central pyrimidine ring with a chiral C5 atom is significantly puckered and adopts a conformation which is best described as an intermediate between a boat and a screw boat form as seen earlier (Jotani et al., 2010) . The atoms C5 and N1 deviate from the mean plane C6/C7/N2/C8 by 0.1024 (3) and -0.0602 (3) Å, respectively, indicating that the conformation of the pyrimidine ring is that of a twisted boat. In the molecule, The fused thiazole-pyrimidine ring is coplanar with benzylidene ring with dihedral angle 5.19 (7)°. The dihedral angle between the thiazolopyrimidine ring and 4-hydroxy-3-methoxy-phenyl group is 85.36 (7)°. The crystal structure is stabilized by a strong intermolecular O-H···N hydrogen bond resulting in a one dimensional chain of molecules along the b axis. The structure is further consolidated by C-H···O type intermolecular interactions, involving carbonyl O2 atom, forming centrosymmetric dimers; the ten and 6 membered rings thus resulting from these interactions can be described as R 2 2 (10) and R 2 1 (6) motifs in graph-set notations (Bernstein et al., 1995) .
A mixture of 4-(4-hydroxy-3-methoxy-phenyl)-6-methyl-2-thioxo-1,2,3,4-tetrahydro -pyrimidine-5-carboxylic acid methyl ester (0.01 mol), chloroaceticacid (0.01 mol), 4-methoxy benzaldehyde (0.01 mol) and sodium acetate (1.5 g) in a mixture of glacial acetic acid and acetic anhydride (25 ml; 1:1) was refluxed for 8-10 h.The reaction mixture was concentrated and the solid thus obtained was filtered and recrystallized from ethyl acetate to get the title compound. (78% yield, mp 427 K).
The compound was recrystallized by slow evaporation of an ethyl acetate-ethanol (3:2) solution, yielding pale yellow single crystals suitable for X-ray diffraction studies.
Refinement
The H atoms were placed at calculated positions in the riding model approximation with O-H = 0.820 Å and C-H = 0.93, 0.96, 0.98 Å, for aryl, methyl and methyne H-atoms, respectively, with U iso (H) = 1.5U eq (C) for methyl H atoms and 1.2U eq (C/O) for other H atoms. Symmetry codes: (i) x, y−1, z; (ii) −x, −y, −z+1; (iii) −x, −y, −z; (iv) −x+1, −y, −z+1.
supplementary materials sup-8 
